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Supplementary Figure S1. Pairwise nucleotide identity matrix of citrus leaf blotch virus (CLBV) isolates based on nucleotide sequences
of the coat protein (CP) gene, generated using the Sequence Demarcation Tool (SDT v1.2) (Muhire et al., 2014). The heat map represents
pairwise nucleotide identity values among the sequences included in the analysis.
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Supplementary Figure S2. Pairwise nucleotide identity matrix of CLBV isolates based on nucleotide sequences of the RNA-dependent
RNA polymerase (RdRp) gene, generated using the Sequence Demarcation Tool (SDT v1.2) (Muhire et al., 2014). The heat map represents
pairwise nucleotide identity values among the sequences included in the analysis.



