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Supplementary Figure 1. Amplification profile obtained with mat-
ing type specific marker (A), ISSR marker UBC807 (B), and SSR
marker ArA06D (C) markers in Ascochyta rabiei isolates.
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Supplementary Figure 2. Neighbor joining (NJ) phylogenetic tree
using ISSR molecular data in 75 Ascochyta rabiei isolates.
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Supplementary Figure 3. Neighbor joining (NJ) phylogenetic tree
using SSR molecular data in 75 Ascochyta rabiei isolates.
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